SM121117-2.1-3

Result report

Ab #1(F, BERIRESVRIGHEZEOTVET,
BERHFURSNOD FLESUEB A X
1. Peak shift (Raw data)

« Raw data®DtE AN SADE-(F. XHFT+TI>bO-)L (NC) LEERTFEAEENBDFEA TUR.
- 2EODMEANTLORIFERNBIESEITZDFHLRV, FRIIEVWCEERULET,

RULRD
-1

2. Reactivity with the target antigen (Normalized data)

- IRBYFUR (Protein X) DRRHEZNCLLERDE, KECENDNTVET,

- BNHURERHL. EEEVCEZRULET.

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)
- ERURZ RS ARBAED_EAISTEFADS > /TEOHIC, BENZVEDEHDERA T,

- FUEHRMNEL O MURIVNIEIRELBVNCEZRUET .

4. Cross-reactions to BSA and tag regions

* BSADFEIRNYS— DS T SRIBADRZERIGEHRELERATUR. X B EESN DT (13T
FBOEEELBDET .
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SM121117-2.2-3

Result report

FEEM:
- PLATA=yN  XXK HFURNA70701
E MAEA>IIEBXX MY ~
- TIRFUR Ab #1 (Rabbit monoclonal) 1 XXXX
- 2RFUR anti-Rabbit IgG antibody
- LIPL>ZAFUR  Reference antibody

ROFUADH]
-1

1. Peak shift (Raw data)

800
> 600 mNC | Values Median of Ratios (Log,)
S mADb #1 Name Peak
= 400 mNC -3.5
= 200 mAb #1 -4.0
Peak shift -0.5

-8 -6 -4 -2 0 2 4 6 8
Median of Ratios (Log,)

2. Reactivity with the target antigen (Normalized data)

1000 E5EN = NCOREIE (Protein X) OBSHRETRYS

S, 800 mNC —  FRKEN=Ab #1&ERIGSETEED
e 500 ZHHLER (Protein X) OFSHRERT
(]
% 400 Values Median of Ratios (Log,)
L 200 Name [Protein X]

0 r mNC -1.722

s © 4 2 5 4 6 g [mAb#1 7.472

Median of Ratios (Log,)

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)

1000
Values Median of Ratios (Log,)
>, 800 mNC —
é 600 mAb #1 | mNC mADb #1
g_ 400 [Protein A] 3.261| |[Protein F] 3.597
é [Protein B] 3.142| |[Protein G] 3.158
200 [Protein C] |  3.100] |[Protein H]|  3.089
0 . [Protein D] 3.036| |[Protein I] 3.076
-8 -6 -4 -2 0 2 4 6 8 [Protein E] 3.008| |[Protein J] 2.964
Median of Ratios (Log,)
\ || | B B _EATSTERAD
\ || RS E A=) =

4. Cross-reactions to BSA and tag regions

Peptide
BSA GST MBP HA 6XxHis FLAG V5
(mAb# | - i § i i i i
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Result report

Ab #2(%. IR OD FEEESUET, ~
b MBS BRARE DRGSR DS Tl TEE A TUR, imﬂ

D!
1. Peak shift (Raw data)

+ Raw data®t AN SLDE-D(E. ZAF4TI> MO (NC) EREHVBELELTZ, -1
- PEODMEARSEINT(FE, BOIHSENRESH DD L2RUET .

2. Reactivity with the target antigen (Normalized data)
- IRBIFUR (Protein X) DIBNNCED/NEKRDEL,
- BV RMBRIGICEO T, HENRISHEEDS I FIVMBEEN TUES LRI N HDET

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)
- EMARIV I IEEAKRCRVIRFRABRIGHHDET .
- ZOIzh. NormalizeDIBFZ CHUBNNEROTVET,

4. Cross-reactions to BSA and tag regions

- BSALRIANIH—DFJEIBADRER IEEARB UEUR. X1 NAUEAYY ) VBRI 3G,
BEENDR ZRISEARH U TWSBIEEMEN
HNFEI,
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Result report

SM121117-2.4-3

FaxH:

« VLAIA=YE

XXK FuENA07 11
E MARAY> I WIBXX AR ~

- TRFUKR Ab #2 (Rabbit monoclonal) 1:
- 2IRFUK anti-Rabbit IgG antibody
- LI7LOZFUR  Reference antibody
1. Peak shift (Raw data)
1500
> ENC
% 1000 HAb #2
3
(on
& 500
0
-8 -6 -4 -2 0 2 4 6 8

Median of Ratios (Log,)

XXXX

Values Median of Ratios (Log,)

Name Peak

mNC -4.5
HADb #2 6
Peak shift 10.5

2. Reactivity with the target antigen (Normalized data)

1500

1000

Frequency

500

Median of Ratios (Log,)

ROFUADLH]
-1

B = NCOZERIFR (Protein X) DFSEIRERT
TREEN = Ab #1&GSBIEED
TR (Protein X) OREHR%E RS

Values Median of Ratios (Log,)

Name [Protein X]
mNC 1.682
mAb #2 0.071

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)

1500
Values Median of Ratios (Log,)
a mNC
qc) 1000 mAb#2 [ mNC mADb #2
8_ [Protein A] 3.821| |[Protein F] 0.449
:__J 500 [Protein B] 3.453| |[Protein G] 0.371
[Protein C] 3.449| |[Protein H] 0.366
0 [Protein D] 3.329| |[Protein I] 0.350
-8 -2 0 2 4 6 8 [Protein E] 3.237| |[Protein J] 0.349
Median of Ratios (Log,)
| | | AR EATSTEAED
\ | | | ENAURSY VB ORSHR
4. Cross-reactions to BSA and tag regions
Peptide
BSA GST MBP HA 6XHis FLAG V5
|mADb #2 . < * < * < *

2
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Result report

Ab #3(&. BERIHIRESVRIGEZHOTVET,

Tel2U SFEDE MRSV NI EIFER (TR EVE T,
BSAYFIINIA—DAJ MR (FZZZEUER Ao

1. Peak shift (Raw data)

+ Raw data®DtZANISADE—H(E, FHF¢T2>bO—)L (NC) ELERTENBDFERATUR,
- 2RO TEENT IORIFFENRMEEEZIT I FHDR. FREEVCEZRUETD,

BOFTUAD
f51-2

2. Reactivity with the target antigen (Normalized data)
- IRHUR (Protein X) DIRHBEZNCELERDE, KEENDNTVET
- ENFURZREL. RISV EZRUEFET .

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)
- ERLUSMNCE VEBZ R I FURNESHDEUR,

- FUSHFREICRIEN'SD., RSO EDTR(CZZZE T BEZRLET

4. Cross-reactions to BSA and tag regions

* BSADRIANIF -0 IBIINADR ER GFREUFFATUR.
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Result report

SM121117-2.6-3

FaxH:

« VLAIA=YE

- RFUK
- 2IRFUK

- LI7L 2 Ak

XXK RN A707 LA
E MRS > IEEXXZ MY b
Ab #3 (Rabbit monoclonal)
anti-Rabbit IgG antibody
Reference antibody

1. Peak shift (Raw data)

800

D
o
o

S
o
o

Frequency

200

1 XXXX

Values Median of Ratios (Log,)

-2

0

2

4

Median of Ratios (Log,)

Name Peak

mNC -4.5
HADb #3 -4.5
Peak shift 0

2. Reactivity with the target antigen (Normalized data)

1000

800

600

400

Frequency

200
0

Median of Ratios (Log,)

ROFUADLH]
-2

B = NCOZERIFR (Protein X) DFSEIRERT
TREEN = Ab #1&GSBIEED
TR (Protein X) OREHR%E RS

Values Median of Ratios (Log,)

Name [Protein X]
mNC 1.491
mAb #3 6.897

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)

1000

800
600

400

Frequency

200

-2

0
Median of Ratios (Log,)

2

4

Values Median of Ratios (Log,)

mNC mAb #3
[Protein A] 3.821| |[Protein F] 7.226
[Protein B] 3.453| |[Protein G] 5211
[Protein C] 3.449| |[Protein H] 4415
[Protein D] 3.329| |[Protein I] 4297
[Protein E] 3.237| |[Protein J] 4252

| R AR EATSTERRD

| W | B | ENAUESS (BRI

4. Cross-reactions to BSA and tag regions

Peptide

BSA

GST

MBP

HA

6XHis

FLAG V5

|mAb #3
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Result report

Ab #4(%. BERIHRESVRIGEZHOTVET,
Fle, ENBSNOE MURT N\ BLHEELER Ao
I212U. GSTICH U TR IGRVRISHENHDET,

1. Peak shift (Raw data)

+ Raw data®Dt AN SADE—H(E, FHFT4T 2> bO—)L (NC) EEERTIFEALENHDFRATUIR,
- BERODEEH T ORIEFENRESZIID FHDR. FEEEOCEERUET,

BOFTUAD
f51-3

2. Reactivity with the target antigen (Normalized data)
- IRHUR (Protein X) DIRHBEZNCELERDE, KEENDNTVET
- ENFURZREL. RISV EZRUEFET .

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)
- ERHURZ RS AREED_EAISTEREOSNIBE ORI, BMENFSVBOIEHNFEATUR,
- URRRMN S MO MURS Y IBICRELRVIEZRUET .

4. Cross-reactions to BSA and tag regions
- GSTICHU IR (CEKRIGLELIZ,
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Result report

SM121117-2.8-3

FaxH:

« VLAIA=YE

- RFUK
- 2IRFUK

- LI7L 2 Ak

XXK FURY (90711
E NFURA> I NIBEXXARY ~
Ab #4 (Rabbit monoclonal)

anti-Rabbit IgG antibody

Reference antibody

1. Peak shift (Raw data)

500
> 400 mNC
S 300 HADb #4
;‘)‘ 200
- 100
0 T T T T T T —
-8 -6 -4 -2 0 2 4 6

Median of Ratios (Log,)

1 XXXX

Values Median of Ratios (Log,)

Name Peak

mNC -5
HADb #4 -5.5
Peak shift -0.5

2. Reactivity with the target antigen (Normalized data)

500

400

300

200

mNC
H Ab #4

Frequency

100
0

0 24\

4

Median of Ratios (Log,)

ROFUADLH]
-3

B = NCOZERIFR (Protein X) DFSEIRERT
TREEN = Ab #1&GSBIEED
TR (Protein X) OREHR%E RS

Values Median of Ratios (Log,)

Name [Protein X]
mNC 2.076
mAb #4 12.381

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)

500

400

Frequency

Values Median of Ratios (Log,)

300 mNC mAb #4
200 [Protein A] 3.505| |[Protein F] 3.712
[Protein B] 3.500( |[Protein G] 3.466
100 [Protein C] | 3.435| |[Protein H]|  3.393
0 [Protein D] 3.392| |[Protein I] 3.261
-8 -6 -4 -2 0 2 4 6 [Protein E] 3.369| |[Protein J] 3.238
Median of Ratios (Log,)
\ || | AR HAISTESED
\ || | b NS> ) BE DRSHR:
4. Cross-reactions to BSA and tag regions
Peptide
BSA GST MBP HA 6XHis FLAG V5
|mADb #4 - ° - - - - -
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Result report

Ab #5(3. BERIRZERHULEE A, X

— T HFEDE MRS NI B(CERZELE T,
BSAYFIINIA—DAJ MR (FZZZEUER Ao

1. Peak shift (Raw data)

+ Raw data®DtZANISADE—H(E, FHF¢T2>bO—)L (NC) ELERTENBDFERATUR,
- BERODEEH T ORIEFENRESZIID FHDR. FEEEOCEERUET,

C:{WE IR NY))
151-4

2. Reactivity with the target antigen (Normalized data)
- BREHUR (Protein X) DIRHEZNCELENZ L, (FEALENBDERATUR.
- ENFURZRH TS VRV ERUET,

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)
- ENFURBINIEVEUEZ R I L MURS > N IBEMERGDELR,
- UBEASRMECRIRENSD., FEOL MURS Y \IEICRETDEERLET,

4. Cross-reactions to BSA and tag regions — e . —
- BSALRINIS— DI HBEAORERIGHREUERA TUR. HHUROIAMBISORIE(CLD
oL IR AIREMEN BDEY
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Result report

SM121117-2.10-3

FaxH:

« VLAIA=YE

- RFUK
- 2IRFUK

- LI7L 2 Ak

XXK RN A707 LA

E MRS > IEEXXZ MY b
Ab #5 (Rabbit monoclonal)
anti-Rabbit IgG antibody
Reference antibody

1. Peak shift (Raw data)

600
500

400

300
200

Frequency

100

0

1 XXXX

Values Median of Ratios (Log,)

-2 0 2 4 6
Median of Ratios (Log,)

Name Peak

mNC -3.5
HADb #5 -4.5
Peak shift -1.0

2. Reactivity with the target antigen (Normalized data)

800

600

400

Frequency

200

0

Median of Ratios (Log,)

ROFUADLH]

-4

B = NCOZERIFR (Protein X) DFSEIRERT

TRREN = Ab #1ZRIESRTZLED

RHHUR (Protein X) OFERZRT

Values Median of Ratios (Log,)

Name [Protein X]
mNC 0.265
m Ab #5 0.983

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)

800

600

mNC

400

m Ab #5

Frequency

200

0

-2 0 2 4 6
Median of Ratios (Log,)

4. Cross-reactions to BSA and tag regions

Values Median of Ratios (Log,)

mNC m Ab #5
[Protein A] 3.261| |[Protein F] 5.335
[Protein B] 3.142| |[Protein G] 4725
[Protein C] 3.100| |[Protein H] 4.007
[Protein D] 3.036| |[Protein I] 3.900
[Protein E] 3.008| |[Protein J] 3.640

| AR A IR ST
B CNAUESEORR

Peptide

BSA

GST MBP HA 6XxHis

FLAG V5

|mAb #5
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Result report

Ab #6(%. BEMHURZERFHUEF A X
BRIRUSN DD F(CEF ol FEEUER A
1. Peak shift (Raw data)

+ Raw data®DtZANISADE—H(E, £HFT4T 2> bO—)L (NC) EEERTIFEALENHDFRATUIRZ.
- BERODEEN T LOIRIFFENRIESE I DD FHIVR FRIFEVIEERUET,

HITEAEE
A51-1

2. Reactivity with the target antigen (Normalized data)
- BREHUR (Protein X) DIRHEMBEZNCELEARDE, FOlKENMDEFFEATUR,
- ERNRZRHEUB ot ERmUET .

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)
- ERURZ RS ARBAED_EAISTEFADS >/ IEOHIC, BENZVEDEHDERA TR,
- ERRRERMSOE MURIVNVEICREVBVCEZRUET .

4. Cross-reactions to BSA and tag regions
* BSADFEIRAY - DA T HIBADRE RSB UERATURZ.

X FURDOIAAMBIS ORTRACLD
SO OIEEIREE D D E T .
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Result report

getasff
« VLAIA=YE
- TRFUKR
/RN
- LI7L D AFuR

XXK RN A707 LA

E MRS > IEEXXZ MY b
Ab #6 (Rabbit monoclonal)
anti-Rabbit IgG antibody
Reference antibody

HIEABEDHS]

1 XXXX -1

1. Peak shift (Raw data)

1500
- BNC Values Median of Ratios (Log,)
& 1000 MAb #6 [
] Name Peak
q—% <o mNC -5.5
o HAb #6 -5.5
Peak shift 0

-8 -6 -4 -2 0 2 4 6 8
Median of Ratios (Log,)

2. Reactivity with the target antigen (Normalized data)

1500 E5EN = NCOREIE (Protein X) OBSHRETRYS

> mNC TREEN = Ab #1&2 RS BTeEED
§ 1000 ZAYHLE (Protein X) OFS#kERY
> Values Median of Ratios (Log,)
@ 500
L Name [Protein X]

0 mNC 0.140

> 4 6 g |mAb#6 -0.006

3. Cross-reactions to human proteins except for the target antigen (Normalized data; Top 5)

2

Median of Ratios (Log,)

1500

1000

500

Frequency

0

-2

0

2

mNC
mAb #6 |

Median of Ratios (Log,)

4

4. Cross-reactions to BSA and tag regions

Values Median of Ratios (Log,)

mNC HAb #6
[Protein A] 3.669| |[Protein F] 3.865
[Protein B] 3.655| |[Protein G] 3.853
[Protein C] 3.647| |[Protein H] 3.802
[Protein D] 3.606| |[Protein I] 3.628
[Protein E] 3.606| |[Protein J] 3.552

| IREHUER R EAISTEAED
| E MBS B DR,

Peptide

BSA

GST

MBP

HA

6XHis

FLAG

V5

|mAb #6




